Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.041; wR factor = 0.107; data-to-parameter ratio = 25.2.
Related literature
Hydrogen-bond geometry (Å , ). In the crystal (Fig. 2 ) molecules form inversion dimers via pairs of C14-H14···O1 hydrogen bonds. In addition, π-π interactions connect the dimers into a three-dimensional network, with centroid-centroid distances of 3.4916 (9) Å. An intramolecular N4-H4A···N2 hydrogen bond my help to define the conformation of the molecule.
Experimental
To a solution of 2-bromo-4-methylaniline (0.1 ml, 0.78 mmol) in 4 ml dichloromethane, under argon and at 273 K, were added 0.8 ml of trimethylaluminium in toluene (2M, 1.6 mmol), then the mixture was stirred for 15 min followed by addition of 0.2 g (0.68 mmol) of 7-ethoxycarbonyl-methyl-5-methylpyrazolo[1,5-a]pyrimidine. The reaction mixture was stirred to room temperature for 30 min then heated to reflux for 5 h. After evaporation of solvent under reduced pressure, the residue was extracted with CH 2 Cl 2 and washed with a saturated NaCl solution. The combined organic layers were dried with MgSO 4 and concentrated under vacuum. The residue was purified on silica gel by column chromatography using mixture of petroleum ether and ethyl acetate (9:1 v/v) as eluent. The compound was recrystallized from a mixture of cyclohexane/ diethyl ether (1:1 v/v) to give colourless crystals.
Refinement
All H atoms could be located in a difference Fourier map and were treated as riding, with C-H = 0.93-0.97 Å, N-H = 0.86 Å, and with U iso (H) = 1.2 U eq (C, N) or 1.5 U eq (C) for methyl H atoms. Two outliers (1 0 
Figure 1
The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. H atoms are represented as small circles of arbitrary radii. 
